
COMMENTARY

AMERICAN JOURNAL OF PHYSIOLOGY, BIOCHEMISTRY AND PHARMACOLOGY, 2021
VOL 11, NO. 8, PAGE 01-02

Open Access

A Brief Note on Classfication and Structure of Enzymes
Anwar R Baydoun*

Department of Health and Life Sciences, Wichita State University, USA
ARTICLE HISTORY 
Received November 03, 2021
Accepted November 12, 2021 
Published November 28, 2021

Commentary
“Catalysts can be characterized as natural polymers 
that catalyze biochemical responses.” Greater part 
of compounds are proteins with reactant capacities 
essential to perform various cycles. Metabolic 
cycles and other compound responses in the cell are 
completed by a bunch of proteins that are important 
to support life.
The underlying phase of metabolic interaction 
relies on the catalysts, which respond with an atom 
and is known as the substrate. Proteins convert the 
substrates into other particular atoms and are known 
as the items. The regulation of enzymes has been a 
key element in clinical diagnosis because of their role 
in maintaining life processes. The macromolecular 
components of all enzymes consist of protein, except 
in the class of RNA catalysts called ribozymes. The 
word ribozyme is derived from the ribonucleic acid 
enzyme. Many ribozymes are molecules of ribonucleic 
acid, which catalyze reactions in one of their own 
bonds or among other RNAs.
Enzymes are found in all tissues and fluids of the body. 
Catalysis of all reactions taking place in metabolic 
pathways are carried out by intracellular enzymes. 
The enzymes in plasma membrane govern the 
catalysis in the cells as a  response to cellular signals 
and enzymes in the circulatory system regulate 
clotting of blood. Most of the critical life processes are 
established on the functions of enzymes.
Compounds are a straight chain of amino acids, 
which lead to a three-layered design. The grouping 
of amino acids indicates the construction, which 
thus distinguishes the synergist movement of 
the compound. After warming, protein’s design 
denatures, bringing about a deficiency of catalyst 
action, that normally is related with temperature.
Contrasted with its substrates, compounds are 

commonly huge with differing sizes, going from 
62 amino corrosive deposits to a normal of 2500 
buildups found in unsaturated fat synthase. Just a 
little part of the design is associated with catalysis 
and is arranged close to the limiting locales. The 
synergist site and restricting site together establish 
the protein’s dynamic site. Few ribozymes exist which 
fill in as a RNA-based natural impetus. It responds in 
complex with proteins.
Oxidoreductases these catalyze oxidation and 
decrease responses, for example pyruvate 
dehydrogenase, catalyzing the oxidation of pyruvate 
to acetyl coenzyme A.
Transferases these catalyze moving of the substance 
bunch starting with one then onto the next compound. 
A model is a transaminase, which moves an amino 
gathering starting with one atom then onto the next.
Hydrolases they catalyze the hydrolysis of a bond. 
For instance, the chemical pepsin hydrolyzes peptide 
bonds in proteins.
Lyases these catalyze the breakage of bonds 
without catalysis, for example aldolase (a chemical 
in glycolysis) catalyzes the parting of fructose-1, 
6-bisphosphate to glyceraldehyde-3-phosphate and 
dihydroxyacetone phosphate.
Isomerases they catalyze the development of an 
isomer of a compound. Model: phosphoglucomutase 
catalyzes the change of glucose-1-phosphate to 
glucose-6 (phosphate bunch is moved starting 
with one then onto the next position in a similar 
compound) in glycogenolysis (glycogen is changed 
over to glucose for energy to be delivered rapidly).
Ligases catalyze the relationship of two atoms. For 
instance, DNA ligase catalyzes the joining of two 
pieces of DNA by framing a phosphodiester bond.
Cofactors are non-proteinous substances that partner 
with compounds. A cofactor is fundamental for the 
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working of a compound. A compound without a 
cofactor is called an apoenzyme. A compound and its 
cofactor together comprise the holoenzyme.
There are three sorts of cofactors present in 
compounds:
•	 Prosthetic gatherings: These are cofactors firmly 

bound to a compound consistently. A prevailing 
fashion is a prosthetic gathering present in 
numerous chemicals.

•	 Coenzyme: A coenzyme ties to a compound just 
during catalysis. At any remaining times, it is 
disconnected from the chemical. NAD+ is a typical 
coenzyme.

•	 Metal particles: For the catalysis of specific 
chemicals, a metal particle is expected at the 
dynamic site to shape coordinate bonds. Zn2+ 
is a metal particle cofactor utilized by various 
catalysts.


